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5 Target Sense Antisense
1 Aip exon1 AACCAATCACGGCTCTTTCC TGACTAGCAGCTGCGCTT
2 | Aip exon2 ACTGAGATGATGGGATAGAGCC CCTGAGGATCAGACATAGAGCA
3 | Aipexon3 CTTCTCTTGTGCCCAGTGAG GTCAAGGTGGTGATCAGTGAG
4 Ar'p exond TGAGAGACAAGTGGTCAGGG GGACAGTGGAGACGATGAGA
5 | Aip exon5 GCTGCTGCCAAGTACTACGA TCAACTGAGGGAGATGTTARAGC
6 | Aipexont ATGGTGGGCTAGTGCCAGA CCACTGACTACCAAGCACCTG
7 growth hormone1 (Gh1) CCTTGTCCAGTCTGTTTGCCAAT CTGGGATGGTCTCTGAGRAGCAG
8 | ploractin (Prl) CCAAGATCGTGAGTTTATTGCCAAG TCCAGGAGTGCACCARACTGA
9 ?ﬂ;ﬁy ORI hon [RCepior Y eracig prtsin CATTGCCTGCCTCAAGAACC CCGCTTGRAGTAAGCCTTGACA
10 | interleukin 6 receptor (Il6r) TCGTTCAGTTCGCACAGGTGTA CTGGTAAGGATGACCCAAGGATG
11 | somatostatin receptor 2 (Sstr2) GAARGCAGCTACCCGGCAGA GATTACATAGCGGGCAAGCACAC
12 | pleiomorphic adenoma gene-like 1 (Plagl1) CTTTGAAGACTCTGTATTTCCAGCA GTCTTCAAGGGTTAGGGTACAAATG
13 | actin, beta (Actb) GGAGATTACTGCCCTGGCTCCTA GACTCATCGTACTCCTGCTTGCTG
No. 1-6 were used for the sequence of Aip gene. No. 7-13 were used for qPCR to determine the mRNA expression
level of respective gene.
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